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BLASTH program
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Enter accession number|s), gils), or FASTA sequence(s) &
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Enter a descriptive title for your BLAST search &
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Teilored Axiom™ Arrays
Mew myDesign”™

Get unprecedented access to array content.
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B ';‘EE‘J Targeted Geno- The NetAffx™ Analysis Center enables researchers to correlate their GeneChip®& array results with array design ar
typing Arrays: R .

} 1,500 to 2.6H SKPs, annotation information.
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More > 3' IVT Expression  Exon/Gene Genotyping

Scientific Publications

Search our database of
32199 publications.

Home Products

* NetAffx Query - iearch probe sets for a term or identifier

* Hatch Query - Ketrieve annotations for a probe list

* BLAST - Find probe sets that BLAST align to your sequence(s) through BLAST

* Probe Match - Find probes that identically match your sequence(s)

* UCSC Query - Query the UCSC Browser including a custom track for your array of interest.
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Home = Analysis Center > Metaffx = NetaAffx Query

Metaffx

Exon/Gene Expression
3' IVT Expression
MNetaffs Query

Batch Query

BLAST

Probe Match

UCSC Query

Custom
Annotation Views

Genotyping
MIRMNA

Expression Array
Comparison Tool

Manage Query Folders

NetAffx Query @

Search on probl #£%£t£55  [netrix Gene Chip Catalog Arrays.
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Select a GeneChip Array:

(Use control-select to search up to three arrays simultaneously.

Human Genome U133 Plus 2.0 Array T - |
MU Senuie Uz 19 Allay |
Human Genome PrimeView Array

Mouse Genome 430 2.0 Array

Mouse Genome 430A 2.0 Array

Human Genome U133 Set

Human Genome U95 Set

Query History
B Expression Queries

All Descriptions
(227319_at) (1)

Mouse Expression Set 430
Murine Genome U74v2 Set
Rat Expression Array 230 2.0 -

® advanced Search




Home > Analysis Center > NetAffx = Show Results

Show Results

= Refine Query
= Create a Custom View

Current Query: All Descriptions (227319_at)
Array(s): HG-U133_Plus_2

= Export Results
Probe Sets returned: 1

= Show Orthologs

Resources for arrays selected in Current Query

GeneChip® Human Genome U133 Plus 2.0 Array

Displaying Results: 1-1 of 1.

* Annotation List * v |50
Probe Array Gene Title Gene go biological go molecular go cellular Pathway
Set ID Name Symbol |process term function term component term

227319 at| G- kelch-like family | KLHL36 | protein ubiguitin-protein Cul3-RING ubiquitin

Sequence

Target >HG-U133 PLUS_2:227319_AT

Sequence gtcctttggttoccttagttaccagagttgaatgaatgtacacatttcggtagtgaagaaag
gragagcggataaccocttocttgtctatitoctttgagaaaggacactocacctttica
aagatacttaaagccatctttacagattgcttgtaatgtaagogaaagagtcatgtocttt
ggattgattgagattaaatcatcaaccactageooccctitcaaaatcagogagatatitg
atgattaagtgattcattggotatgtictgactactoatgttactgaaatctgocaatogt
gtatgttttttaatttgttgettttgtatitgtaattttatgacatttcgaagtttctat
gtcttaactctitttaattaatittctocacotioc
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