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_Type [ Accession Source ]
 Noncoding NR_002163 RefSeq
Noncoding ne-MTUS2-2:1 Incipedia
Noncoding Ine-MFSD4-3:1 Incipedia
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RefSeq ( https://www.ncbi.nlm.nih.gov/refseq/ ):

Resources ) How To ™

Accession =

RefSeq RefSeq v |[NR_Doz183 — II

.:—E RefSeq: NCBI Reference Sequence Database

Incipedia (http://www.Incipedia.org/):

Accession =

Name/ID: Inc-MTUS2-2:1

Source: all v |
Chromosomal location (hg19):| - v | | - |
Class: - v

Keywordls): |

(Partial) sequence:

— [ Coding potential

— BJ ID history converter

1 IncRNA transcripts found (T psges)

Transcript ID Gene ID Location (hg19)

nc-MTUSZ-2:1 nc-MTUS2-2 chr13:30170020-30170919

TRANSCRIPT: LNC-MTUS2-2:1

Basic information

LNCipedia transcript ID: Inc-MTUS2-2:1 (%
LNCipedia gene ID: Inc-MTUS2-2

Location (hg19): chr13:30170020-30170919
Strand: +

Class: intergenic

Transcript size: 357 bp

Exons: 2

Sources: Broad Institute; NONCODE v4

Alternative transcript names: TCONS_00021740; NONHSAT032745
Alternative gene names: XLOC_010330; linc-USPL1-7

RNA sequence:

A GO A CTGGRG T TCCCG UGG O GG H UGG TECGCC TCCGCTCGCC T T TCAG TAGC TCCG TAGGCG TG TEGCCG T T TC TCCGCC AL TC TG AGCGU ACCGUGCCACAGCATCC TG TCG TCCCC TG
AGATCCCACAGCGCCC TEGCCAG AN TAG TCCTRCAGG TCCGGCCE TG CAACCCCCTCCCGE LG A GG A TCACACGE AL TCCAG ACCAGTTTTCCTICTCCALAATAMAACATTTGGALAACAGA
A A TG GGG TG TCCG TeG TCT T TE AL T T T I TACAGG TCCTTC TCALATATCAGCTGCTGAAC TATTCCCTTGGALTTAG



http://www.lncipedia.org/

NONCODE ( http://www.noncode.org/ ):

Browse DB Search Function Disease Conservation Blast Genome

Statistics Authors FAQ

NONCODE is an integrated knowledge database dedicated to non-coding RNAs (excluding tRNAs and rRNAs). Now, tt
are 16 species in NONCODE2016(human, mouse, cow, rat, chicken, fruitfly, zebrafish, celegans, yeast...). More

Accession =
NONHSAT052359)

use NOMNCODE ID (eg.NONHSAG000001) or Gene Symbol (eg.hotair) or Gene ID used in other databases (eg. refseq, eRzemBll we TNked.

First page|Previous page|Next page|Last page

Page |1 Total Page:1 Total amount:1

NONCODE 1D i Orginal ID
HONHSATO52359. 2 Human NONHSAT052359
Sequence

>NONHSAT052359
GGGCTGACTAGCATTCAAGAGC GGTTTAAAAGATCAAAACATCCCAGCAGTGTTGATCAGTGACAATTCTATTACCATATAAGGTTTCCCAAATCCTTACCCAGCTT)
AGTTCTCTTGGGAAGCTCTTAATTGTTCCTA CTAGGAAGTTATCAAAGATAACAATCTCATATGGAATTACCAACCCCCTGTGTAAGAATGAGA

Incrnadb ( http://www.Incrnadb.org/ ) :

Long Noncoding RNA Database v2.0:
The Reference Database For Functional

Search Incrnadb

. =
ara_hg_1 Accession =

Set filter

Any Species w DutputPer Page 10 +



http://www.noncode.org/
http://www.lncrnadb.org/

Results

Displaying results 1 to 1 of 1

showing |1 | refresh | =< previous | next =>

Download Results as XML

1.ARA - Alias - BX537613, DKFZpG8GE11117

Description : ARA is located in an intron from PAKS. It is a ~5kb single exon franscript
Species : Homo sapiens

Sequences 4

Sequence Name Sequence Accessions

Species Fasta Sequence
ara_hg_1 -

Human Show Sequence

B e B B AT 345 41

ENSEMBL_GENCODE (http://asia.ensembl.org/index.html) :

ASIA

BLAST/BLAT | BioMart | Tools | Downloads | Help & Documentation | Blog | Mirrors

Accession &

v | for ENST00000566929

e.g. BRCAZ or rat 5:62797383-63627669 or rs&99 or coronary heart disease

Search: | Human

5 results match ENSTO0000566929 when restricted to | species: Human 3 |

CTD-2313J23.1-001 (Human Transcript)
ENSTO0000566929 16:24472798-24405177-1

Bx638205 1 (European Mucleotide Archive) is used as supporting evidence for transcript
ENSTO0000566929

Location = External Refs. «f cDNA seq. 4

Exons = Varianttable = Population
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RefSed Genes

LSF1L
Basic Gene Annotation Set from GENCODE Version 241ift37 (Ensembl 83)

[AC851649. 12]
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Genomes Genome Browser Tools

Human GRCh38/hg38

Human GRCh37/hg19

Mouse GRCm38/mm10

Mouse NCBI37/mm?9

Mouse: 16 strains
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UCSC Genome Browser on Human Dec. 2013 (GRCh38/hg38) Assembly
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